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3 <110> APPLICANT: CLAESSENS, JOHANNES AJ 

4 WALTER, FUCHS 

6 <120> TITLE OF INVENTION: RECOMBINANT INFECTIOUS LARYNGOTRACHE IT I S VIRUS VACCINE 
8 <130> FILE REFERENCE: 2001001US 
C--> 10 <140> CURRENT APPLICATION NUMBER: US/10/099 , 619 
11 <141> CURRENT FILING DATE: 2002-03-15 

13 <150> PRIOR APPLICATION NUMBER: EP012009759 

14 <151> PRIOR FILING DATE: 2001-03-15 
16 <160> NUMBER OF SEQ ID NOS : 2 

18 <170> SOFTWARE: Patentln version 3.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 1711 

22 <212> TYPE: DNA 

23 <213> ORGANISM: AVIAN INFLUENZA VIRUS 
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26 <221> NAME/KEY: CDS 

27 <222> LOCATION: (11).. (1705) 

28 <223> OTHER INFORMATION: ISOLATE A/ITALY/44 5/99 (H7/N1) 
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Input Set : A:\2001.001US.txt 

Output Set: N:\CRF3\04032002\J099619.raw 



300 Val Lys Arg Leu Leu Arg Glu Asn Ala Glu Glu Asp Gly Thr Gly Cys 

301 465 470 475 480 

304 Phe Glu lie Phe His Lys Cys Asp Asp Asp Cys Met Ala Ser lie Arg 

305 485 490 495 

308 Asn Asn Thr Tyr Asp His Ser Lys Tyr Arg Glu Glu Ala Met Gin Asn 

309 500 505 510 

312 Arg lie Gin lie Asp Pro Val Lys Leu Ser Ser Gly Tyr Lys Asp Val 

313 515 520 525 

316 lie Leu Trp Phe Ser Phe Gly Ala Ser Cys Phe lie Leu Leu Ala lie 

317 530 535 540 

320 Ala Met Gly Leu Val Phe lie Cys Val Arg Asn Gly Asn Met Arg Cys 

321 545 550 555 560 
324 Thr He Cys He 
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VERIFICATION SUMMARY DATE: 04/03/2002 

PATENT APPLICATION: US/10/099 , 619 TIME: 14:51:42 

Input Set : A:\2001.001US.txt 

Output Set: N:\CRF3\04032002\J099619.raw 

L:10 M:270 C: Current Application Number differs, Replaced Current Application Number 
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